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UnRnown insertion site of transgenic marker:
Identification of the chromosome and
approximate position on chromosome

Depending on the method used to generate transgenic animals, the genomic position of the trans-
genic locus might be unknown. Identifying the integration site is labour-intensive and time-consum-
ing. Using the GVG genotyping platform, the chromosome with the transgenic marker can be
detected easily and the appropriate position on the chromosome can be postulated.

Method

B Complete STR genotyping of animals of one generation with the GVG standard STR panel
(usually 10-15 target-positive animals of the N2 or N3 generation)

Identification of informative STR loci

Comparative analysis of each chromosome

Identification of genomic regions lacking crossing over

Identification of individuals best suited for further breeding

Standard marRer panel with 246 STR loci

GVG has developed a standard marker panel with 246 STR loci that is extremely flexible and can be
applied to any combinations of inbred mouse strains or substrains.

B About 50% can distinguish between different substrains
B About 85% can distinguish between different inbred strains

Our service: Fast results, customer-friendly presentation of analysis data

B Genotyping results within 10 working days
B Analysis data in customer-friendly tabular form (see examples overleaf)

We'd be delighted to explain to you the details of our method, work with you to plan your project,
and put forward an attractive proposal. Just get in touch with us!
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Example

Tabular data of genotyping results for chromosomes 9 and 10 in nine animals. STR markers are
arranged according to their chromosomal position beginning from the centromere (on top) to the
distal part. All chromosomes were examinated for the presence of green-marked genomic regions
(successfully backcrossed parts of genomic DNA due to crossing-over events). Red-marked STR loci are
still heterozygous, consisting of donor and recipient DNA.

animal ] 2 3 4 5 6 7 8 9
IR R e O i All chromosomes
2 D95204 | Chrd | 2145 18/ 18 15/ 18 l’u‘“ 1518 15/18 - .
3 095211 | O | 3719 T8 1919 W19 w/e | 1e1e without target:
4 Desa1d [ane | 3733 | 182723 | 82723 | 182/23 | 182/23 | 1ea/n .
5 095218 Chs dcad | 18/19 | 18719 18/19 | 1B/19  18/19 Each STR-locus is marked
6 D95219 | Cheo | 4707 | 2227353 | 02182 | NI | 1221383 | B2 H
7 Des304 | Ched | east | 2021 | 1afan wn | an | amn ] green at least one time.
8 095308 | Chvo | 6995 | 123431 | 73/ 173/ an i
9 Desn2|che 8021 | 15719 18/ 5/ | 15019 19119 15/19 (green fields of No 1,2
10 095323 | Chr? | 10058 19724 19/24 194 19/24 4/24 19724
11 D9S410 | Chrd | 107.86 13714 13714 | 13/ 14 | 13714 | 13/13 13714 and 6 or 7’ 8 and 9 do
12 D9SEI6 | Cwo 10896 | 14418 14718 “e 14/18 14718 18/18 14718
13 Dos511 [ Cheo | 1oase | 20431 ELYE T " TRV T T 1] 20/20 |0/ cover Complete chrom. 9)
1 D10S205 | Chel0] 12.91 0/20 | 3720 | 20/20 20/ 20 3/20 | 3430 | 320 | 310 | 19/20 Chromosome
2 D10s313[Chetd] 2800 | 2003 1B/20 | 20/n | 0 15/20 15/ | WS/ | 15/30 | 20/20 .
3 Di0s247|Cheto] 4291 | 1313 | 134 | 133 | 13 13/14 13/ 1304 | 130a | 13704 with target:
4 D10S218 Chr1o 4339 | 232/232 | 232/242 | 23.2/232 | 232/232 | 132/232 | 232/232 | 1327232 | 2327242 | 2321342 .
s 005257 chein. 5378 | 43/43 | dajad | a3/ a/4 a4 /4 a8 | /e aia Red fields for all animals.
& D10S3I04 Chel0 6519 I 232/232 32/232 4 . .
7 010s391 chiio 10479 3437382 | 343/382 | 343/382 | 343/382  343/382 343/382 | 343/382 | 437382 | 43/382 Target—pOSItlon is the
8 Diwsaaicheio visae | 322 | 2 aa | aun nar | nim | nim | awin | nin X
9 posisicheio na | Ws/20  s/0 | iss20 | s/ ds/0  asi0 | ds/0 | 15/ 15430 distal part of chrom. 10
1 |D105205 Cheld| 1251 20/30 3/ 20420 20/ 20 /0 3/ 30 | 3/ 90 ] Nos_ 3 and 4 V\/|th the
2 prosa3cnrio) 2801 | 20021 | 9si30 | 20021 0/ | 15/20 | 15/0 | 15/ | 1520 | 20/20 . .
1 |D105247 Chel0| 4291 13413 134 1l Vgl 3 B4 1ana 13714 1M 134 C|05e$t pOlnt O]c Crossmg
4 D10s28 chiid] 4339 | 232/232 | B3/ | sy nfih | D2/B2 | P/1B2 BYDBI | BAIMI | BIIA2
5 |D10S257 ChrlD| 53.78 43/43 42/43 | a3 43 43/43 | 443 43/43 42/43  A2/83 over are I’ecommeﬂded
6 D105304 Chrl0| 6519 | 3327342 @ 233/242 | 2 . 2 B2IMT | B2/ B2/ N2/M2 BLIM .
7 105391 Cheio 10479 | 3437382 | 343/382 | 343/382  343/382 | 343/362 | 343/382  343/382  43/IB2  343/382 for further breedlng
B 0105344 Chri0| 115.16 | 21722 win | aun n;m | ;| am n/in | nin | nia
9 0105351 chrio 12131 | 15420 15/20 15/20 15/20 15/20 15/20 15/20 15120 13/20
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